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1. AR SRR (HC) JBMAIF » LUSEE (oH meter) l2 » B H pH i
(a) [HCI] = 1x10*M (2%)
(b) [HCH = 1 x 10" M (3%)

2. WERERMER AR HERA (reducing power) » TIEFERERIAD 7 (5%)

3. Domain E—IBNH TIRBER =S HAVERERBS °
(a) Ak —E& & WABEK » B4 WABAM domain 424, » (2%)
(b) 3 3L8 domain ARG TR RLEAFTEL? (%)

4. LFHEEMRAE » ERIES FRIRLEE BT 7 2% X 5)
f#ld4e: lon exchange: & Fa 3 THEH
{a) Saiting-out

(b) Ultracentrifugation

(c) Affinity chromatography

(d) Thin-layer chromatograply (TLC)
(e) & & H A 280nm 3K 64 B A4k TF

5. MIFERERTLEY LB LAINE » BBEMERERER? 2% X 9)
(2) ddATP {dideoxy ATP)
(b) SDS (sedium dodecyi sulfate)
{(c) Ninhydrin
{d) Dansyl chloride
(e) PCMB (para-chloro-mercuribenzoate)

_ 6. Trypsin {2 Sevine-RFIFIF (385 » HHLE D Ser'™-His-Asp'™ Z{RERZBMATHERL » B
‘E’]ﬁ[ﬁﬁﬂi&'ﬁ"—ﬂ{][ﬁﬁ[}“ v SR Asp'™ ; chymotrypsin 18 & Serine-RFFEEHDE » B
ERBARE 142 BEREARERRR Sero
{(a) F# chymotrypsin &% *HHE;E H'liﬂ'}"ﬂu& 7 (3%}

(b) Lk P T A A5 R B AT T SN AT A0S + (3%)
{c) 4k 4o trypsin & M2 A&, chymotrypsin » ?'i-‘}-ﬁuﬂ L4 7 (4%)

7. SEEE LT BRGMEIANCEERIRR © (2% X 9)
{a) M & 4N dm B {E » 3B F AR BAL AR AL 0 35 B AT P
(b) 7 27 # & Ar F7 Hh e SR AT S 40 - 1-A M (G-1-PY 40 2
(c) REXEVT vAACHE A, Bk B 7 & 48 + 2,5 ¥k sucrose phosphorylase Jr ff 5% R #8 2 G-1-P : ﬁ‘HﬁH’H’F
FAfE  FHEFH T WFELT -
(d) 48 T A 4R B4 LA A EdedT ?
(&) ERIZERHE » oIk A& T35 7

8. SEHMABRAEAOIR - ERORMBRAEREEINRE o (10%)
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iRl SOBBERS  THE BIE: S WY

9. Urea cycle {CH{RE A ZIMIMMEEEE 7 (5%)

10. BB (3% X 10}
(a) Chaperone
(b) Ribozyme
{c) G protein
(d) Allosteric regulation
{e) Amphipathic helix
{f) Anti-sense RINA
() Amylopectin
(h) Compartmentalization
(i) Intein & extein

() B~ B RsE=FZ AR 7
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